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Abstract: The marine nemertean Cephalothrix simula originates from the Pacific Ocean but in recent
years has been discovered in northern Europe. The species has been associated with high levels of
the marine neurotoxin Tetrodotoxin, traditionally associated with Pufferfish Poisoning. This study
reports the first discovery of two organisms of C. simula in the UK, showing the geographical extent
of this species is wider than originally described. Species identification was initially conducted
morphologically, with confirmation by Cox 1 DNA sequencing. 16S gene sequencing enabled the
taxonomic assignment of the microbiome, showing the prevalence of a large number of bacterial
genera previously associated with TTX production including Alteromonas, Vibrio and Pseudomonas.
LC-MS/MS analysis of the nemertean tissue revealed the presence of multiple analogues of TTX,
dominated by the parent TTX, with a total toxin concentration quantified at 54 µg TTX per g of
tissue. Pseudomonas luteola isolated from C. simula, together with Vibrio alginolyticus from the native
nemertean Tubulanus annulatus, were cultured at low temperature and both found to contain TTX.
Overall, this paper confirms the high toxicity of a newly discovered invasive nemertean species with
links to toxin-producing marine bacteria and the potential risk to human safety. Further work is
required to assess the geographical extent and toxicity range of C. simula along the UK coast in order
to properly gauge the potential impacts on the environment and human safety.
Keywords: tetrodotoxin; nemertean; bacteria; toxicity; invasive species
1. Introduction
Nemerteans—or ribbon worms—are a diverse family of benthic unsegmented invertebrates,
the majority of which are found in the marine environment. Up to 1200 species are known, existing
throughout the world, in a wide variety of habitats, although in the marine environment usually located
between intertidal and deep-sea environments. They have been found amongst rocks, or buried in
mud or sand, or alternatively found amongst algae or plant material. They are known to feed on
smaller invertebrates, including bivalve molluscs [1,2] but with some species feeding on plant and
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planktonic species [3–6]. The nemerteans possess a unique proboscis structure, which is primarily
used for capture of prey. A range of chemicals are known to be produced by the proboscis as part of
the prey capture process as well as a predator deterrent [4,5,7–14]. Some species of nemertean have
been shown to exhibit high levels of neurotoxicity, with [15] first detecting Tetrodotoxin (TTX) in the
nemertean species Lineus fuscoviridis and Tubulanus punctatus.
TTX, along with a range of analogues together termed the tetrodotoxins (TTXs) is a low molecular
weight, water soluble neurotoxin associated with neurotoxic marine poisonings [16] found in a wide
range of marine phyla, including most famously the pufferfish, as well as gastropods, crustacean,
octopus and echinoderms [15,17–35]. In recent years it has been detected in bivalve molluscs such
as mussels, oysters and clams from the UK [36,37] as well as other parts of Europe including Greece,
the Netherlands and Spain [38,39] and also New Zealand [40]. Unlike other marine biotoxins, TTX
is associated primarily in the literature with production by bacterial species [19,41–44], although the
biosynthetic pathway for the toxin has not yet been elucidated [42] and reports proposing association
with phytoplankton have also been published for example, [30,38]. Most notable is the co-existence
of TTX with certain genera of bacteria, including Vibrio, Bacillus and Pseudomonas [35,36,42–44].
The relationship between TTX and Vibrio is especially important given the links between bacterial
prevalence, toxin occurrence and climatic change [37,45–52].
The occurrence of TTX in the ribbon worms of genus Cephalothrix (species Cephalothrix linearis)
was first reported from intertidal zones in Japan during 1987 and 1988 [53]. Neurotoxicity was later
reported from the same species in Hiroshima Bay, Japan by mouse bioassay (MBA), subsequently
characterising TTX and the associated analogues 4-epi TTX and anhydro TTX using High Performance
Liquid Chromatography (HPLC) methods [54]. These highly toxic nemerteans were found attached to
aquacultured oysters, thus presenting a potential food safety risk. Following surveillance activities,
around 80% of the specimens of Cephalothrix simula collected in Japan were found to be toxic [14].
Furthermore, authors have demonstrated that other nemerteans are not generally found to be toxic,
with only Cephalothrix shown to possess very high levels of neurotoxicity [14]. More recently, there have
been reports of the presence of the TTX-producing bacteria Bacillus sp. 1839 in C. simula isolated from
the Sea of Japan [55], fitting with the findings of other authors who have established that these species
and other species of bacteria such as Vibrio alginolyticus may play an important role in either the
production or accumulation of toxin within nemerteans [23,56–61].
Whilst the origin of C. simula appears to have been the north west Pacific Ocean, it has in
more recent years been discovered within European waters [62]. The species has been found
along the Atlantic and Mediterranean coasts of Spain and along the Adriatic coast of Italy [63–65].
Multiple findings were also reported throughout Spain and Portugal between 2013 and 2015 [66].
The first and to date, only record of C. simila in northern Europe was published by [67], who identified
the species using DNA sequencing during biodiversity surveys in the Netherlands. The potential
presence of TTX and Vibrio bacteria was also investigated in seven species of British nemerteans,
including the only native Cephalothrix species, C. rufifrons [68]. Tentative identification of Vibrio
alginolyticus was reported, with HPLC showing chromatographic peaks indicative of TTXs. However,
to date, there has been no conclusive proof of TTX-presence in British ribbon worms.
This paper reports on the first recorded detection of Cephalothrix simula in the UK and subsequent
investigations conducted in relation to molecular confirmation of the species, toxin testing using
validated liquid chromatography with tandem mass spectrometry (LC-MS/MS) methods and the
assessment and toxin content of bacterial strains. The potential impacts that these findings may have
are discussed in addition to speculation on how the species may have been introduced.
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2. Results
2.1. Samples
In May 2018, a headland west of Godrevy Point, near Hayle, SW Cornwall (UK grid reference
SW 57935 43200), was visited at low water during an extra low spring tide (Figure 1). During a
general biodiversity survey, searches were focused on reasonably small areas, including overhangs
and zones just above and just below the low water mark. In one pool—exposed on the extreme
lowershore—previously found to contain the Pacific non-native species Perophora japonica and Pikea
californica, two nemerteans tentatively resembling the native nemertean Emplectonema gracile were
discovered. The two organisms were found in a single knot under an empty mussel valve, fixed
underneath a rock within the darker northern side of a large pool. The two specimens were separated
and immediately photographed using a Canon 5D MkII, Canon MP-E 65 mm lens and Canon MT-24EX
twin flash on various acrylic and naturalistic backgrounds in filtered seawater. Each specimen was
then placed in a plastic container containing filtered seawater and refrigerated at around 10 ◦C.
The specimens were kept alive before shipping next day delivery to the Cefas laboratory in Weymouth.
The specimens were shipped in plastic tubes one containing foam soaked in oxygenated filtered
seawater and the other containing 95% ethanol (Table 1). Seawater was filtered using 12.5 cm dia.
plastic buchner funnel and qualitative filter paper to remove organisms that might have contaminated
the sample given at least part of one nemertean would be required for sequencing. Eleven days later,
two native nemertean species (C. rubifrons and Tubulanus annulatus) were collected and shipped to
Cefas as described above (Table 1).
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Sample Matrix a Date Collected Location
Worm 1a C. simula (in seawater) 18 May 2018 Godrevy Point, Cornwall
Worm 1b C. simula (in ethanol) 18 May 2018 Godrevy Point, Cornwall
Worm 2 C. rubifrons (in seawater with sponge) 29 May 2018 Skilly, Newlyn, Cornwall
Worm 3 T. annulatus (in seawater) 29 May 2018 Skilly, Newlyn, Cornwall
a Tentatively speciated through morphological identification.
On receiving the specimens (Table 1) all animals were photographed and measured (Figure 2).
For the two suspected C. simula, two organisms were received (Table 1, worm 1a and 1b). Worm 1a sent
in seawater wa long, approxim tely 30 cm uncoiled, whilst worm 1 , preserved in ethanol, was much
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shorter, approximately 20 mm in total length. Worms 2 and 3 were each approximately 10 cm in length.
The nemerteans for bacterial and toxin testing (worms 1a and 3) were each homogenised separately in
a sterile petri-dish using a sterile razor blade. Sub-samples of the homogenised tissue were taken for
microbiological testing, with the rest subjected to toxin analysis. The sample containing C. rubifrons
(Table 1, worm 2; Figure 2) found to contain dead organisms on the sponge insert with evidence of
some dark coloured decay, were treated differently. The sponge was halved using a sterile razor blade,
with one half taken from microbial testing and the other half utilised for toxin analysis.
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2.2. Species Identification
The Cox 1 DNA barcode sequence of worm 1b (Table 1) confirmed the tentative morphological
identity of Cephalothrix simula. Both fragments of worm amplified successfully and provided 290 bp of
useable, identical, Cox 1 sequence, which had 100% identity to the previously sequenced C. simula
voucher specimen ([67]; Genbank accession number KP411247.1). In addition, the sequenced samples
had only 86% sequence identity to the morphologically similar species C. rufifrons. A blank (control)
DNA extract did not amplify via PCR and a positive metazoan (control) extract was correctly identified
as a different metazoan species. The sequences are available as Supplementary Figure S1.
2.3. Microbiology
C. simula yielded a pure culture from an ASPW enrichment broth incubated at 44 ◦C for 24 h,
sub-cultured onto TCBS that was subsequently incubated at 22 ◦C for 48 h. 5 colonies were sub-cultured
on to Marine agar and identified using biochemical analysis API20E (Biomerieux, Marcy l’Etoile,
Mar. Drugs 2018, 16, 452 5 of 20
France). These isolates were identified as bacilli, Pseudomonas lutiola. Vibrio algionolyticus was isolated
from C. rufifrons, recovered from an enrichment broth of ASPW at 44 ◦C for 24 h. This was sub-cultured
onto TCBS incubated at 37 ◦C for 24 h. Isolates were transferred to Marine agar and identified using
biochemical analyses API20E (Biomerieux, Marcy l’Etoile, France) and PCR using species-specific
PCR assay.
2.4. Microbiome
A metagenomic approach was used to characterize the total microbial community present in the
samples. A total of 82,342 reads was generated by the MinION sequencer, with a quality average of
9.55 and a sequence length average of 1350 pb. The vast majority of the reads taxonomically assigned
based on the 16S gene sequence (86.05%) belonged to the Bacteria domain and only 0.1% of reads were
identified as Archaea. These reads were classified into 72 classes, 152 orders, 324 families, 866 genera
and 2054 species. The remaining reads (13.95%) were not assigned to any known taxa.
Analysis of the C. simula microbiome identified Proteobacteria as the most prevalent phylum with
a total number of reads of 48,211 (81.15%), followed by Firmicutes with 5247 (8.82%) Actinobacteria
with 1498 (2.52%) and Bacteroidetes with 1116 (2.32%) (Figure 3a). The most abundant orders
among bacteria were Rickettsiales (10,259 reads: 17.27%) Enterobacterales (8833 reads: 14.87%),
Alteromonadales (7780 reads: 13.09%), Rhodobacterales (4754 reads: 8%), Pseudomonadales
(2899 reads: 4.88%) Bacillales (2586 reads: 4.35%) and Vibrionales (2141 reads: 3.6%) (Figure 3b).
At genus level, the most abundant were Alteromonas (2066: 5.8%), Ehrlichia (1666: 4.1%), Edwadsellia
(985: 2.94%), Vibrio (788: 2.55%) and Wolbachia (954: 2.52%) (Table 2). Only a small number of these
genera could be classified at the species level, identifying Ehrlichia canis (1455: 3.29%), Edwarsiella
ictaluri (979: 2.7%), Escherichia coli (618: 1.21%), Aurococcus indicus (770: 1.82%) and Mediterranean
alteromonas (740: 1.78%) as the most abundant species.
Within the Alteromonas genus, the species with the highest relative abundance were Alteromonas
mediterranea (1.7%), Alteromonas naphthalenivorans (1.4%) and Alteromonas macleodii (0.7%), while for
pseudomonas genus were Pseudomonas aeruginosa (0.8%), Pseudomonas citronellolis (0.37%) and
Pseudomonas putida (0.27%). Regarding Vibrio, the most abundant species were V. corallilyticus (0.80%),
V. harveyi (0.72%), V. cholerae (0.51%) V. parahaemolyticus (0.22%) and V. owensii (0.22%).
A relatively small number of reads were assigned to Enterobacteria, including several species
associated with faecal contamination and human pathogens. The species identified included Escherichia
coli (618—1.9%), Salmonella enterica (327—0.7%), Klebsiella pneumoniae (113—0.3%).
Table 2. Relative abundance of bacterial genera identified in C. simula. TID: Taxon ID.
Name TID Relative Abundance Sample1 Sample2
Alteromonas 226 5.8055 7.102 4.509
Ehrlichia 943 4.1325 5.933 2.332
Edwardsiella 635 2.94 3.322 2.558
Vibrio 662 2.5565 2.579 2.534
Wolbachia 953 2.524 3.383 1.665
Colwellia 28,228 2.3225 1.933 2.712
Pseudomonas 286 2.2095 2.206 2.213
Escherichia 561 2.0995 2.034 2.165
Auricoccucs 2,005,363 1.983 2.717 1.249
Sulfitobacter 60,136 1.8645 1.481 2.248
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2.5. Toxin Analysis of Tissue
LC-MS/MS analysis of the invasive C. simula nemertean extract (Worm 1a) was conducted to
assess the presence of TTX and its associated analogues in comparison with those identified in our
internal quality control (QC) sample (Figure 4). Multiple reaction monitoring (MRM) transitions
were detected for many of the analytes incorporated into the detection method, with the positive
identification of TTX, 5,6,11-trideoxy TTX, 11-nor TTX-6-ol, 4,9-anhydro TTX, 5-deoxy TTX, 11-deoxy
TTX, 4,9-anhydro-5,6,11-trideoxy TTX and 11-oxo TTX (Figure 5). Chromatographic results evidenced
the effective resolution between TTX and the matrix co-extractives, arginine and hydroxy-arginine.
When quantified against the external TTX calibration, the sum of all TTX analogue concentrations was
found to be 54.3 µg per gram of tissue. The parent TTX was the dominant analogue, corresponding to
64% of the total toxin concentrations, followed by 6,11-dideoxy TTX (21%), 5,6,11-trideoxy TTX (9%)
and 11-oxo TTX (5%), with all other analogues present at <1% of the total toxin abundance (Table 3).
LC-MS/MS analysis was also conducted for Paralytic Shellfish Toxins (PST) following the method
of [69] but no PST analogues were detected. Analysis of Worm 2 and Worm 3 samples revealed the
absence of any chromatographic peaks indicative of either TTXs or PSTs (data not shown).
Table 3. Summary of TTXs concentrations (ng/mL of extract and ng/g tissue) in C. simula nemertean
sample 1a, highlighting percentage proportion of overall toxin concentrations per TTX analogue.
TTX
6,11-
dideoxy
TTX
5,6,11-
trideoxy
TTX
11-oxo TTX
5-deoxy
TTX/11-deoxy
TTX
4,9-
anhydro
TTX
11-nor
TTX-6-ol
4,9-anhydro-
5,6,11-trideoxy
TTX
4,9-anhydro-
11-oxo TTX
Retention
time (min) 6.17 3.65 2.53 7.13 4.33/5.32 4.39 5.04 2.31 4.68
ng/mL 580 186 86 41 8.4 3.2 0.57 0.47 0.21
ng/g 34,791 11,170 5146 2454 504 193 35 28 12
Proportion 64% 21% 9% 5% 0.9% 0.4% 0.1% 0.1% 0.02%
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Figure 4. MRM chromatograms for TTX anal l ; ( ) ,9-anhydro-5,6, 1-trideoxy
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2.6. Toxin Analysis of Bacterial Cultures
Following the i iti l lt ri of bacteria isolated from the toxic C. simula and grown at both
37 ◦C and 41.5 ◦C, LC-MS/MS showed the absence of any TTXs in any of the b ct rial extracts.
LC-MS/MS analysis was subsequently conducted of the cleaned-up bacterial pellet extracts isolated
following low temperature (22 ◦ ) lt i . i l t ic C. simula sample (worm
1a) and V. alginolyticus from the non-toxic nati ). RM peaks
cor esponding t TTX transitions w re identified wi the same rete tion time a those for
TTX in the c l bratio standard solutions in both sample 1 and sample 2 (Figure 6). The ion ratios
between the two MRM transitions ere within 5% of the ratio determined in the analytical standard,
providing further confirmation of toxin presence. No T X was detected in sample 3, corresponding to
V. alginolyticus isolated from T. annulatus. TTX was the only tetrodotoxin analogue identified in any of
the bacterial culture isolat s. Quantitation condu ted for both TTX-positive amples showed 93 ng
and 88 ng TTX per litre of culture in sample 1a and sample 2 respectively.
Further investigations ere con ucte targeting ass culturing of bacteria for toxin production.
Pure isolations ere sub-cultured onto 4 Marine agar plates per isolate and incubated at 30 ◦C for
24 h. The bacterial growth from these plates were inoculated into 225 mL ASPW and 100mL NB and
incubated for 24 h at 22 ◦C, 37 ◦C and 41.5 ◦C. Unfortunately, none of the incubations were found to
contain toxins.
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3. Discussion
3.1. Invasive Species Implications
With the spread of the invasive ribbon worm C. simula from the Pacific [62] into southern
Europe [63–66] and more recently the emergence in northern Europe [67], it was considered likely that
the species would become introduced into the UK in time. Although this is the first published record of
the species being found within UK waters, historically there has been limited effort to monitor for the
C. simula specifically, especially on a national scale. Routine ecological monitoring programmes within
the UK have previously reported the presence of Cephalothrix spp. but identification of specimens
is to genus level only. The identification of nemertean species is complex, relying historically on
histological examination of internal anatomy and external morphology [70], usually based on a
series of standardised characteristics [71]. These approaches have more recently been supplemented
by molecular detection methods [70,72–74]. Such methods are important in order to distinguish
between non-native species such as C. simula and Cephalothrix already recorded in the UK, Cephalothrix
arenaria Hylbom, 1957, Cephalothrix filiformis Johnston, 1828, Cephalothrix linearis Rathke, 1799 and
Cephalothrix rufifrons Johnston, 1837. Neither the traditional histological examination or the more
recent molecular tools are applied as standard to statutory bio-diversity monitoring of the marine
environment. This significantly limits the possible early detection of introduced nemertean species [67].
These limitations may have led to the species being previously missed or not adequately identified
and therefore the current distribution of C. simula within the UK may be more extensive than currently
recognised. Althou h to ate only 2 specimens have been found, a population may be established in
at least t local vicinity of the point of detection. Determining establishment and the distribution of
the species in country will require dedicated monito ing, preferably applyi molecular tools, given
complexities in identification as discussed.
In recent years nu er s l g the south coast, including
non-native species and so t r s e. These include the tunicate
Cre ping Sea Squirt, Perophora japonica, the Pacific red alga Pike californica, the opisthobranchs Hermaea
cantabra and He maea paucicirra, the red algal par site of Gel dium, Gelidiocolax margaritoides the gr en
alga Anadyomene stellata and a number of embers of the phylum Nemertea, such a Lineus grubei,
Nemertopsis bivittate and Vieitezia luzmurubeae [75–77]. This highlights the sout coast of England
as a hotspot for intr ductions, with a combin ti n of pathway intensity, natural dispersal [78] and
climate change [79] contributing to the influx of species. In the case of C. simula, ref. [62] speculated
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that introduction may have occurred via ballast water, ship fouling, or aquaculture. The potential
risk of introduction posed from ship fouling and ballast water in the UK has been highlighted [78],
whilst aquaculture is considered less of a risk due to movement restrictions imposed on live animals
into the country. Hydrological links between the Bay of Biscay and southern England. Ref. [80] further
highlight the potential for this species to disperse via current movements and natural dispersal from
other established populations. It is, however, difficult to speculate as to how or where C. simula
was first introduced into the UK without a more detailed understanding of its current distribution.
A propensity for rapid dispersal of the species has been suggested, so it is unlikely that a point of
initial introduction will be identified [67].
There are no studies conducted on the potential impact that C. simula may have on its introduced
range. Ref. [67] speculate that as a predator the species may affect local food chains. C. simula has been
found to account for 28% of all nemerteans sampled at one of two Mediterranean sites [64], with no
native Cephalothrix spp. reported, which could be as a result of competitive exclusion but there is a
lack of quantitative data to support this theory. The high toxicity of the specimens found may limit
predation of the introduced C. simula by native species which may facilitate establishment and spread.
Further understanding of the impact this species may cause is needed to inform policy on required
actions to manage the species.
3.2. Microbiome
The original findings of TTX-producing bacteria in marine organisms associated with
TTX-presence [81,82], have not yet led to the discovery of the full biosynthetic pathway for TTX [42].
Since this time many bacterial groups have been reported as potential producers of TTX, including
Bacillus, Pseudomonas, Aeromonas, Vibrio, Actinomyces, Serratia, Shewanella, Microbacterium, Roaultella
terrigenous [83,84] with over 150 TTX-producing strains now described in the literature [44]. A large
number and variety of organisms are also reported to be associated with TTX-producing bacteria,
including fish, bivalve molluscs, gastropods, flatworms and echinoderms [35,44,85]. A high relative
abundance was detected in the C. simula sample for Alteromonas (5.8%) Vibrio (2.5%), Pseudomonas
(2.2%), which have all been described as associated with TTX production. Other genera candidates
for TTX producers, such as Shewanella and Serratia [62], were also detected in lower abundance in the
sample (0.6% and 0.2% respectively). The presence of a new TTX-producing Bacillus strain from the
C. simula organism isolated from the waters around Japan was reported during 2012 [55]. There has
also been tentative evidence for the production of TTX-like substances by Vibrio species isolated from
other British nemerteans, such as C. rufifrons and L. longissimus [68].
By far the most commonly reported bacterial genus associated with TTX production is that of
Vibrio, followed by Bacillus, Psuedomonas, Actinomyces and Micrococcus. Consequently, the bacteria
identified from C. simula are all associated historically with some evidence of TTX-production.
With Vibrio being the first bacterial genus associated with TTX-production [82], the increased focus
of researchers on Vibrio strains may in part explain the greater number of reports of Vibrio strains
associated with toxin presence. In this study, the Pseudomonas lutiola isolated from C. simula was
found to produce toxins when cultured, providing further evidence for the association of this bacterial
species with TTX-production. Interestingly, the TTX-negative nemertean was found to contain Vibrio
alginolyticus which in turn was also found to produce toxin, potentially suggesting that TTX-producing
bacteria are living symbiotically with certain species of nemertean, even if the worms themselves are not
found to contain toxins. We therefore have shown evidence for toxin production from bacterial strains
which are present in toxin-free higher marine organisms, suggesting the links between bacteria, higher
level marine organisms and toxin presence are highly complex. The presence has been reported of a
non-toxic low molecular weight compound produced by Vibrio alginolyticus isolated from L. lonissimus
which could be incorrectly interpreted as the neurotoxin [61]. Given the high specificity of the
instrumental detection methods used for TTX, however, we have strong evidence for TTX-production
or association with both Pseudomonas lutiola and Vibrio alginolyticus.
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3.3. Toxicity and Toxin Profile
The C. simula sample reported in this study, was found to contain a total summed concentration for
TTX analogues of 54.3 µg per gram of nemertean tissue, equating to 54,300 µg/kg. As such, the toxin
levels within this sample is very high, in comparison to the lower levels quantified to date in English
bivalve molluscs, where the maximum concentration has been reported as 253 µg/kg [37]. In countries
where toxic ribbon worms have been detected, potencies were found to vary enormously between
specimens, with the total toxicity of ribbon worms from Japan reaching 5050 µg/g in C. lineus [53]
assuming a conversion factor of 0.2 TTX eq per mouse unit (MU) [86] or 5555 µg/g when using
the 0.22 TTX eq per MU conversion stipulated in the Japanese Official MBA method for TTXs [87].
Other authors have previously reported high neurotoxicity following MBA in the ribbon worms Lineus
fuscovirdis and Tubulanus punctatus, with 100 and 109 µg TTX eq/g respectively [15]. The Cephalothrix
species toxicity described originally by [54] was found to reach 2948 µg TTX eq/g, with the reports
of C. simula later in Japan describing maximum TTX toxicity of nearly 5120 µg TTX eq/g tissue [14].
Consequently, the TTX concentrations in our sample of C. simula appear similar to those in Lineus
fuscovirdis and Tubulanus punctatus but nearly an order of magnitude lower than the levels quantified
by bioassay in Cephalothrix species originating from Japan.
The reasons for the presence of TTX in these nemertean species are not yet fully understood,
although links between marine and intestinal bacteria in a variety of marine organisms are well
reported [42,82–84,88–90]. This paper reports the first physical finding of C. simula in the UK, so further
work is required to determine the likelihood of this species occurrence and the variability in toxicity
between nemerteans found in the UK. In nemertean studies describing TTX toxicity in multiple
specimens from within one geographical area, a seasonal variation was reported throughout the year,
with a size dependency proposed [53] but not confirmed by other researchers [14]. Variability in
toxin levels has also been determined through the bodies of ribbon worms with [53] reporting highest
toxicity per gram of tissue in the proboscis, whereas total lethal potency was highest in the body of
C. lineus due to the highest tissue weight. The presence of the highest concentrations of toxin in the
proboscis has led some authors to propose the use of this organ as a prey capture mechanism [53,91].
Later work confirmed the presence of TTX in both the body wall and the proboscis [60]. The presence,
however, of toxins in bacteria isolated from within nemertean tissue, suggests that multiple factors
may be relevant. Potentially therefore, some species of nemerteans may be associated with endogenous
TTX-production, with others containing TTX-producing symbiotic bacteria. Further work will be
required to assess the relationships between the nemerteans, bacteria and toxins in order to fully
understand these relationships once more toxic nemerteans are obtained.
LC-MS/MS data confirmed the parent TTX as being the dominant analogue, as found with the
toxin profile in all English bivalve samples to date [37]. The bivalve samples, however, were not
generally found to contain the wide range of other analogues detected here in the nemertean, with the
C. simula showing at least nine other analogues at quantifiable concentrations. Similarly, ribbon worms
from Japan have also been found to contain multiple TTX analogues [54]. Toxicity equivalence factors
(TEFs) describing relative potency have not, however, been formally assigned for TTX analogues
due to a high level of uncertainty in methods used to derive these values. Nevertheless, for some
analogues, TEFs have been suggested, including in order of potency, 11-oxo TTX (0.75), 11-nor TTX-6-ol
(0.18), 4-epi TTX (0.16), 11-deoxy TTX (0.14), 4,9-anhydro TTX (0.02), 6,11-dideoxy TTX (0.02) and
5,6,11-deoxy TTX (0.01) [92]. With application of these relative potencies and assuming a TEF of 1
for analogues present in the nemertean with unknown values as a worse-case scenario, the C. simula
sample from Cornwall contains a total TTX equivalence of 37,027 µg TTX eq/kg. Assuming the toxicity
of TTX is 91% of saxitoxin (STX) [86], then this total nemertean toxicity equates to 33,660 µg STX eq/kg,
more than 42 times higher than the EU regulatory limit for PSP toxins in bivalve mollusc shellfish [93].
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3.4. Human Safety
With reported levels of TTXs in one single C. simula organisms exceeding the minimum lethal
dose of TTX [14], there are risks from this species if the worms become introduced to shellfishery
products, or the worms become ingested through other means [67]. The risk from TTX-positive
nemerteans entering the food chain through trophic feeding therefore needs careful assessment.
Previous reports suggest toxin transfer resulting in the toxicity of trumpet shells following feeding on
toxic starfish [88,90]. In Japan, C. linearis (subsequently found to be easily confused with C. simula, [14])
was found to release toxins when lightly stimulated with the hands. Out of 52 stimulation experiments
conducted, secreted toxin concentrations ranged from approximately 1 to 80 TTX equivalence per
individual specimen, meaning that significant concentrations of toxins could be imparted to humans
if handled, although the risks would only be heightened if the secreted toxins were subsequently
ingested [53]. In Japan, highly toxic ribbon worms were described as adhering to oysters grown on
floating rafts in aquaculture systems [54], thereby providing a risk of contamination in oysters from
these species, although the authors described these as being fixed only to the surface of the shellfish
shells. Subsequently, shucked oyster meat was reported as being safe to eat, as the nemerteans are
removed from the outer shell during the washing step [14].
In the one C. simula sample from this study, the total TTX toxicity was significantly lower than that
determined from worms of the same species in Japan, thus reducing the overall level of risk in England
significantly, based purely on the results from this study. Following the collection of 764 nemerteans in
Japanese waters for toxicity determination, the average weight was 0.36 ± 0.30 g per specimen, 80% of
which were found to be highly toxic, above 164 µg TTX eq/g tissue [14]. Consequently, a single worm
with a weight even as high as 1 g being ingested, based on the toxicity determined in the C. simula
worm from this study, would result in the consumer being exposed to approximately 50 µg TTXs.
Acute toxicity from TTX is not well defined but human case reports indicate poisoning can result
from doses of 4–42 µg TTX per kg of body weight, relating to a minimum of 200 µg TTX in a 50 kg
human [92]. Whilst the 50 µg TTX present in a 1 g nemertean, based on the findings from the one
worm described in this study is below this range, the absence of data regarding prevalence and toxicity
in a larger number of species, given the high variability in toxicity recorded in previous studies form
Japan, makes further study in this area important.
Overall, whilst the hazard from TTX presence in this non-native nemertean species is clear,
the level of risk is currently impossible to define and a review is advised to enable more data
to be generated on worm presence, distribution and toxicity in the natural marine environment
within English coastal waters, as well as potential uptake of the toxins into higher level organisms.
Likewise, this applies to determining any further environmental risk that the species may pose.
More sampling will be required in particular to determine the likely numbers and geographical spread
of C. simula in the marine environment of the English coast and to measure the levels of toxicity across
populations. The sampling studies should also help determine whether the nemerteans are in danger
of contaminating live bivalve mollusc shellfish or other fishery products either directly or through
trophic transfer, as presently there is no evidence that this risk is present. This information will aid
policy in prioritising decision making on how or if the species should be managed in the future.
4. Materials and Methods
4.1. Reagents and Chemicals
For toxin analysis of all sample types, instrument solvents, test reagents and chemicals were either
HPLC or LC-MS grade as appropriate to the assay. Certified reference material (CRM) for tetrodotoxin
used for preparing instrumental calibrants were obtained from Cifga (Lugo, Spain). A TTXs-positive
freeze-dried tissue of the sea slug Pleurobranchaea maculata was purchased from Cawthron Natural
Compounds (CNC; Nelson, New Zealand) and used for preparation of an internal quality control
material enabling identification of TTX analogue retention times. A TTX stock standard solution was
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prepared from the Cifga CRM and used to prepare working standards over six concentration levels
for quantitation by external calibration. Calibrants were prepared by diluting a stock mix in 80%
acetonitrile (MeCN) with 0.25% acetic acid. Quantitation of all TTX analogues was performed against
the TTX calibration, given the low relative concentration of other analogues present in the certified
standard. Analysis of concentrated CRM solution diluted by a factor of 10, enabled the qualitative
detection of the minor analogues which enabled the confirmation of additional analogues in QC
samples, thereby facilitating confirmation in unknown samples.
For microbiological analyses selective agars Thiosulphate-citrate-bile salts-sucrose agar (TCBS
Oxoid) and BioMérieux chromID™ Vibrio agar (VID) were used for bacterial isolations direct from
neat worm matrix and from the following enrichment broths: Nutrient Broth (NB Oxoid) and Alkaline
salt peptone water (ASPW Oxoid). Presumptive colonies were selected based on colony morphology
and colour, then sub-cultured on to Marine agar (DIFCO). Pure cultures were subsequently identified
to species level using API20E (Biomerieux, Marcy l’Etoile, France).
4.2. Species Confirmation of Nemertean
A sample of the nemertean worm 1b (Table 1) preserved in ethanol was split into two and run
through parallel DNA extractions. Samples were homogenised in Lysing matrix A tubes in a Fast Prep
system (MP biomedicals, Santa Ana, CA, USA, https://www.mpbio.com). DNA extraction was done
with Sigma GenElute Mammalian Genomic DNA Miniprep Kit following manufacturer’s protocol
(Sigma, Poole, UK, https://www.sigmaaldrich.com/). Amplification of barcoding gene Cox 1 was
done by PCR, with 2 µL of DNA from each sample used as template in standard 50 µL reactions with
previously published primers at 0.4 µM (mlCOIint 5′-GGWACWGGWTGAACWGTWTAYCCYCC-3′
and HCO2198 5′-TAAACTTCAGGGTGACCAAAAAATCA-3′; [94,95] respectively). PCR was run
on a BioRad Tetrad thermocycler (BioRad, Liverpool, UK, www.bio-rad.com) with a single melting
step of 94 ◦C for 2 min; 35 amplification cycles of 94 ◦C for 30 s, 45 ◦C for 30 s and 72 ◦C for 1 min;
and a final elongation step at 72 ◦C for 5 min [94]. Amplified samples were cleaned by Wizard SV
Gel and PCR Clean-Up System according to manufacturer’s protocol (Promega, Madison, WI, USA,
https://www.promega.co.uk) before being sent for single read sanger sequencing at Eurofins genomics
(Eurofins genomics, Ebersberg, Germany, https://www.eurofinsgenomics.eu). DNA sequences were
trimmed manually to remove primer sequence contamination and any poor-quality data before being
run through blastn against the nr database.
4.3. Microbiological Culturing and Testing
For microbiological analyses 10 µL of homogenised worm were sub-cultured onto selective agar
Thiosulphate-citrate-bile salts-sucrose agar (TCBS) and BioMérieux chromID™ Vibrio agar (VID).
The remaining subsample of homogenised worm were enriched using Nutrient Broth (NB) and
Alkaline salt peptone water (ASPW) at multiple temperatures 22 ◦C, 37 ◦C and 41.5 ◦C and incubated
for 24/48 h. The enrichment broths were then also sub-cultured onto TCBS and VID. Presumptive
colonies were selected based on colony morphology and colour, then sub-cultured on to Marine agar
(DIFCO) and incubated at 30 ◦C. Pure cultures were subsequently identified to species level using
API20E (Biomerieux, Marcy l’Etoile, France).
Initial streak plates were dominated by presumptive Vibrio alginolyticus with few opportunities
for clean isolations. Stored enrichment broths (Room temperature in the dark) were sub-cultured on
multiple plates resulting in improved isolations.
Colonies of presumptive V. alginolyticus strains were subsequently analysed by PCR, using primers
recognising two separate V. alginolyticus species-specific targets, collegenase and the DNA replication
gene gyrB, essentially as previously described [96,97].
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4.4. Microbiome Sequencing
Preparation of the metagenomic library was based on 16S rRNA gene amplicons. Amplification
of the 16S rRNA gene was carried out with the16S Barcoding kit SQK-RAB204 of Oxford Nanopore
Technologies using the Master mix LongAmp taq 2X (NEB) following the instructions provided
by Oxford Nanopore Technologies. PCR products were purified with the AMPure XP beads kit
(Beckman Coulter, Brea, CA, USA) and quantified using the Qubit dsDNA BR Assay kit (Invitrogen,
Merelbeke, Belgium) with a Qubit 2.0 Fluorimeter. To optimize the output of the MinION platform,
a multiplexing strategy was applied using the 16S Barcoding kit SQK-RAB204 (ONT). The library
was prepared according to the manufacturer’s instructions and sequencing was carried out on a
MinION sequencer (ONT) using a R9.4 flowcell. For bioinformatic analysis, Albacore 2.3.1 was used
for the basecalling and conversion of the raw data to FASTQ format. Taxonomic assignment was
carried out using the bioinformatic tool Centrifuge 10.3-beta [98]. Plots and analysis of taxonomic
abundance were made with Pavian 0.3 (https://github.com/fbreitwieser/pavian) and PHINCH (Bik,
2014) (https://github.com/PitchInteractiveInc/Phinch).
4.5. Toxin Testing
4.5.1. Nemertean Tissues
Analysis of tetrodotoxin (TTX) and its associated analogues (TTXs) was conducted using a
validated ultra-high-performance liquid chromatography with tandem mass spectrometry method
(UHPLC-MS/MS, here abbreviated further to LC-MS/MS) [99]. For Worm 1a, 275 mg of homogenised
nemertean tissue was weighed into a 2 mL polypropylene Eppendorf tube. 550 µL 1% acetic acid was
pipetted into the tube and the contents vortex mixed for 90 s, followed by 2 min ultrasonication and an
additional 90 s vortex mix. A procedural blank (PB) consisting of 275 µL deionised water and 550 µL
1% acetic acid was treated using exactly the same process. For Worm 3, 33 mg of homogenised tissue
were extracted using 264 µL 1% acetic acid. Worm 2, which presented as partially-decomposed tissue
on a sponge in seawater was treated differently. Half of the sponge sample was added to a 15 mL
centrifuge tube and extracted using 5 mL 1% acetic acid. Samples were then extracted using a scaled
down version of the validated TTX method [99] depending on the size of the samples. Eppendorf tubes
(Worm 1 and Worm 3) and centrifuge tube (Worm 2) were sealed and placed into boiling water for
3 min, before cooling under running water for a further 3 min. Tube contents were micro-centrifuged
for 10 min at 10,000 rpm. The supernatant was subsequently subjected to graphitised carbon solid
phase extraction (SPE) using Supelclean Envi-carb SPE cartridges, prior to dilution in acetonitrile prior
to LC-MS/MS analysis as described by [99].
HILIC-MS/MS analysis was conducted using an Agilent (Manchester, UK) 1290 UHPLC coupled
to an Agilent 6495B tandem quadrupole mass spectrometer (MS/MS) with methods undertaken as
described by [99]. Each instrumental sequence started with a start-up inlet and finished with shutdown
inlet methods as detailed by [99,100]. MRM transitions were taken from [99]. Analysis incorporated
the direct quantitation of TTX against the external TTX calibration. Primary (quantitative) and
secondary (qualitative) MRMs for each analogue were as follows: TTX and 4-epi-TTX (320.1 > 302.1,
162.1), 5,6,11-trideoxy TTX (272.1 > 254.1, 162.1); 11-nor TTX-6-ol (290.1 > 272.1, 162.1); 4,9-anhydro
TTX (302.1 > 256.1, 162.1); 5-deoxy TTX (304.1 > 286.1, 176.1), 11-deoxy TTX (304.1 > 286.1, 176.1),
4,9-anhydro-5,6,11-trideoxy TTX (254.1 > 236.1, 162.1), 11-oxo TTX (336.1 > 318.1, 162.1). Transitions
for arginine and hydroxy-arginine were also assessed following [99], in order to evidence effective
chromatographic separation of TTX from these matrix co-extractives, which are known to affect
TTX quantitative recovery and therefore method accuracy. MRMs for all additional analogues were
acquired, with semi-quantified concentrations determined using the TTX calibration. The presence
of the additional TTXs analogues was carried out by comparing both quantitative and qualitative
MRM peaks and their associated ion ratios against those established in the concentrated calibration
standard and the quality control extract. The Limit of Detection (LOD) and Quantitation (LOQ) for the
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method [99] were found to improve through use of the Agilent MS/MS, resulting in LOD and LOQ of
0.2 and 0.7 µg/kg respectively for TTX based on a standard 1:1 single dispersive extraction procedure.
No recovery correction or adjustment for toxic equivalence was made.
4.5.2. Bacterial Cultures
50 mL cultures of bacteria were centrifuged for 10 min at 4500 rpm, the supernatant removed
and the bacterial pellet extracted with the addition of 1 mL 1% acetic acid and vortex mixing (1 min).
Pellets were left in solution for 1 h prior to a second vortex mix. Solutions were then placed into
boiling water for 3 min, before being cooled in running cold water for 3 min, vortex mixing (1 min)
and centrifugation (10 min, 4500 rpm). The supernatant was transferred to an Eppendorf tube
and re-centrifuged (10 min, 10,000 rpm) before removing the supernatant and subjecting to carbon
SPE clean-up and dilution with acetonitrile. Cleaned-up and diluted extracts were analysed by
HILIC-MS/MS as described above.
Supplementary Materials: The following are available online at http://www.mdpi.com/1660-3397/16/11/452/
s1, Figure S1: Sequences from two worm fragments.
Author Contributions: Conceptualization and study design, A.D.T. and D.F.; methodology, A.D.T., C.B.-A.,
J.M.-U., T.P.B.; sampling and morphological examination, D.F.; species identification, R.G.H./T.P.B.; microbiology,
C.F./A.P./C.B.-A.; microbiome analysis, A.S./J.M.-U.; toxin testing; writing—original draft preparation, A.D.T.,
T.P.B., J.M.-U., P.S.; all authors contributed text and reviewed the manuscript.
Funding: Cefas toxin work conducted partially using funds from the EU Interreg Atlantic Area, AlertoxNet project
together with internal Seedcorn funding. Andres Santos work was supported by the grants CONICYT-Doctorado
Nacional-2017-21171392 and Universidad de La Frontera CD-FRO1204.
Acknowledgments: David Fenwick would like to thank Marco Faasse, Alfonso Herrera-Bachiller and Juan Junoy
for the help and support they have given in furthering knowledge of UK nemertea. The authors would also like
to thank the National Trust for permissions to collect material within the SSSI at Godrevy Point to further research
into Cephalothrix simula.
Conflicts of Interest: The authors declare no conflict of interest.
References
1. Bourque, D.; Miron, G.; Landry, T. Predation on soft-shell clams (Mya arenaria) by the nemertean Cerebratulus
lacteus in Atlantic Canada: Implications for control measures. Hydrobiologia 2001, 456, 33–44. [CrossRef]
2. Bourque, G.; Miron, G.; Landry, T. Predator-prey relationship between the nemertean Cerebratulus lacteus
and the soft-shell clam, Mya arenaria: Surface-exploration activity and qualitative observations on feeding
behaviour. Can. J. Zool. 2002, 80, 1204–1211. [CrossRef]
3. Gibson, R. Nemerteans; Hutchinson: London, UK, 1972; p. 224.
4. Brusca, R.; Brusca, G. Invertebrates, 2nd ed.; Sinauer Associates: Sunderland, MA, USA, 2003.
5. Roe, P.; Norenburg, J.; Maslakova, S. Nemertea. In The Light and Smith Manual: Intertidal Invertebrates from
Central Californica to Oregon, 4th ed.; Carlton, J., Ed.; University of California Press: Berkeley, CA, USA, 2007;
pp. 182–196.
6. Norenburg, J.; Gibson, R. Nemertea. World Register of Marine Species. 2013. Available online: http:
//www.marinespecies.org/aphia.php?p=taxdetails&id=152391 (accessed on 17 July 2018).
7. Bacq, Z.M. Les poisons des Nemertiens. Bull. Cl. Sci. Acad. R. Belg. 1936, 22, 1072–1079.
8. Bacq, Z.M. L’amphiporine’ et la ‘némertine’, poisons des vers némertiens. Arch. Int. Physiol. 1937, 44,
190–204.
9. Jennings, J.B.; Gibson, R. Observations on the nutrition of seven species of rhynchocoelan worms. Biol. Bull.
1969, 136, 405–433. [CrossRef]
10. McDermott, J.J. The feeding biology of Nipponnemerte pulcher (Johnston) (Hoplonemertea), with some
ecological implications. Ophelia 1984, 23, 1–21. [CrossRef]
11. Ruppert, E.; Fox, R.; Barnes, R. Invertebrate Zoology: A Functional Evolutionary Approach, 7th ed.;
Thomson-Brooks/Cole: Belmont, CA, USA, 2004.
12. Wang, H.-Y.; Sun, S.-C.; Li, Q.-L. Laboratory observations on the feeding behaviour and feeding rate of the
nemertean Procephalothrix simulus. Biol. Bull. 2008, 214, 166–175. [CrossRef] [PubMed]
Mar. Drugs 2018, 16, 452 16 of 20
13. Carefoot, T. Defenses of Ribbonworms. A Snail’s Odyssey. 2010. Available online: http://www.
asnailsodyssey.com/LEARNABOUT/FLATWORM/flatPred.phpaccessedon-line (accessed on 17 July 2018).
14. Asakawa, M.; Ito, K.; Kajihara, H. Highly toxic ribbon worm Cephalothrix simula containing tetrodotoxin in
Hiroshima Bay, Hiroshima Prefecture, Japan. Toxins 2013, 5, 376–395. [CrossRef] [PubMed]
15. Miyazawa, K.; Higashiyama, M.; Hori, K.; Noguchi, T.; Ito, K.; Hashimoto, K. Distribution of tetrodotoxin in
various organs of the starfish Astopecten polyacanthus. Mar. Biol. 1987, 96, 385–390. [CrossRef]
16. Isbister, G.K.; Kiernan, M.C. Neurotoxic marine poisoning. Lancet Neurol. 2005, 4, 219–228. [CrossRef]
17. Yasumoto, T.; Hashimoto, Y.; Bagnis, R.; Randall, J.E.; Banner, A.H. Toxicity of the Surgeon fishes. Bull. Jpn.
Soc. Sci. Fish. 1971, 37, 724–734. [CrossRef]
18. Yasumoto, T.; Nakamura, M.; Oshima, Y.; Takahata, J. Construction of a continuous tetrodotoxins analyser.
Bull. Jpn. Soc. Sci. Fish. 1982, 48, 1481–1483. [CrossRef]
19. Yasumoto, T.; Endo, A.; Yasumura, D.; Nagai, H.; Murata, M.; Yotsu, M. Bacterial production of Tetrodotoxin
and its derivatives. Toxicon 1988, 26, 50.
20. Yasumoto, T. Fish poisoning due to toxins of microalgal origins in the Pacific. Toxicon 1998, 36, 1515–1518.
[CrossRef]
21. Mebs, D.; Yotsu-Yamashita, M.; Yasumoto, T.; Lotters, S.; Schluter, A. Further report of the occurrence of
tetrodotoxin in Atelopus species (Family: Bufonidae). Toxicon 1995, 33, 246–249. [CrossRef]
22. Yotsu-Yamashita, M.; Mebs, D. Occurrence of 11-oxotetrodotoxin in the red-spotted newt, Notophthalmus
viridescens, and further studies on the levels of tetrodotoxin and its analogues in the newt’s efts. Toxicon
2003, 41, 893–897. [CrossRef]
23. Wu, Z.; Xie, L.; Xia, G.; Zhang, J.; Nie, Y.; Hu, J.; Wang, S.; Zhang, R. A new tetrodotoxin-producing
actinomycete, Norcardiopsis dassonvillei, isolated from the ovaries of puffer fish Fugu rubripes. Toxicon 2005,
45, 851–859. [CrossRef] [PubMed]
24. Ikeda, K.; Maran, B.A.V.; Honda, S.; Ohtsuka, S.; Arakawa, O.; Takatani, T.; Asakawa, M.; Boxshall, G.A.
Accumulation of tetrodotoxin (TTX) in Pseudocaligus fugu, a parasitic copepod from panther puffer Takifugu
pardalis, but without vertical transmission—Using an immunoenzymatic technique. Toxicon 2006, 48, 116–122.
[CrossRef] [PubMed]
25. Jang, J.; Yotsu-Yamashita, M. Distribution of Tetrodotoxin, saxitoxin and their analogs among the tissues of
the puffer fish Fugu pardalis. Toxicon. 2006, 48, 980–987. [CrossRef] [PubMed]
26. Jen, H.-C.; Lin, S.-J.; Lin, S.-Y.; Huang, Y.W.; Liao, I.C.; Arakawa, O.; Hwang, D.F. Occurrence of
tetrodotoxin and paralytic shellfish poisons in a gastropod implicated in food poisoning in Southern
Taiwan. Food Addit. Contam. 2007, 24, 902–909. [CrossRef] [PubMed]
27. Jen, H.-C.; Nguyen, T.A.-T.; Wu, Y.-J.; Hoang, T.; Arakawa, O.; Lin, W.-F.; Hwang, D.-F. Tetrodotoxin
and paralytic shellfish poisons in gastropod species from Vietnam analysed by high performance liquid
chromatography-tandem mass spectrometry. J. Food Drug Anal. 2014, 22, 178–188. [CrossRef]
28. Hwang, D.F.; Noguchi, T. Tetrodotoxin poisoning. Adv. Food Nutr. Res. 2007, 52, 141–236. [PubMed]
29. Hwang, P.-A.; Tsai, Y.-H.; Lin, H.-P.; Hwang, D.-F. The gastropod possessing TTX and/or PSP. Food Rev. Int.
2007, 23, 321–340. [CrossRef]
30. Rodriguez, P.; Alfonso, A.; Alonso, E.; Rubiolo, J.A.; Roel, M.; Vlamis, A.; Katikou, P.; Jackson, S.A.;
Lekha Menon, M.; et al. The association of bacterial C9-based TTX-like compounds with Prorocentrum
minimum opens new uncertainties about shellfish seafood safety. Sci. Rep. 2017, 7, 40880. [CrossRef]
[PubMed]
31. Arakawa, O.; Hwang, D.-F.; Taniyama, S.; Takatani, T. Toxins of pufferfish that cause human intoxications.
In Coastal Environmental and Ecosystem Issues of the East China Sea; Ishimatsu, A., Lie, H.-J., Eds.; National
Institute of Informatics: Tokyo, Japan, 2010; pp. 227–244.
32. Fernandez-Ortega, J.F.; Morales-de los Santos, J.M.; Herrera-Gutierrez, M.E.; Fernandez-Sanchez, V.;
Rodriguez Loureo, P.; Rancano, A.A.; Tellez-Andrade, A. Seafood intoxication by tetrodotoxin: First case in
Europe. J. Emerg. Med. 2010, 39, 612–617. [CrossRef] [PubMed]
33. McNabb, P.; Selwood, A.I.; Munday, R.; Wood, S.A.; Taylor, D.I.; MacKenzie, L.A.; van Ginkel, R.;
Rhodes, L.L.; Cornelisen, C.; Heasman, K.; et al. Detection of Tetrodotoxin from the grey side-gilled
sea slug—Pleurobranchaea maculate, and associated dog neurotoxicosis on beaches adjacent to the Hauraki
Gulf, Auckland, New Zealand. Toxicon 2010, 56, 466–473. [CrossRef] [PubMed]
Mar. Drugs 2018, 16, 452 17 of 20
34. Silva, M.; Azavedo, J.; Rodriguez, P.; Alfonso, A.; Botana, L.M.; Vasconcelos, V. New gastropod vectors and
tetrodotoxin potential expansion in temperate waters of the Atlantic Ocean. Mar. Drugs 2012, 10, 712–726.
[CrossRef] [PubMed]
35. Turner, A.D.; Higgins, C.; Higman, W.; Hungerford, J. Potential threats posed by tetrodotoxins in UK waters:
Examination of detection methodology used in their control. Mar. Drugs 2015, 13, 7357–7376. [CrossRef]
[PubMed]
36. Turner, A.D.; Powell, A.; Schofield, A.; Lees, D.N.; Baker-Austin, C. Detection of the pufferfish toxin
Tetrodotoxin in European bivalves, England, 2013 to 2014. Eurosurveillance 2015, 20, 21009. [CrossRef]
[PubMed]
37. Turner, A.D.; Dhanji-Rapkova, M.; Coates, L.; Bickerstaff, L.; Milligam, S.; O’Neill, A.; Faulkner, D.;
McEneny, H.; Baker-Austin, C.; Lees, D.N.; et al. Detection of Tetrodotoxin Shellfish Poisoning (TSP)
Toxins and Causative Factors in Bivalve Molluscs from the UK. Mar. Drugs 2017, 15, 277. [CrossRef]
[PubMed]
38. Vlamis, A.; Katikou, P.; Rodriguez, I.; Rey, V.; Alfonso, A.; Papazacharious, A.; Zacharaki, T.; Botana, A.M.;
Botana, L.M. First detection of Tetrodotoxin in Greek Shellfish by UPLC-MS/MS potentially linked to the
presence of the dinoflagellate Prorocentrum minimum. Toxins 2015, 7, 1779–1807. [CrossRef] [PubMed]
39. Leão, J.M.; Lozano-Leon, A.; Giraldez, J.; Vilarino, O.; Gago-Martinez, A. Preliminary results on the
evaluation of the occurrence of tetrodotoxin associated to marine Vibrio spp. In bivalves from the Galician
Rias (Northwest of Spain). Mar. Drugs. 2018, 16, 81. [CrossRef] [PubMed]
40. McNabb, P.S.; Taylor, D.I.; Ogilvie, S.C.; Wilkinson, L.; Anderson, A.; Hamon, D.; Wood, S.A.; Peake, B.M.
First detection of Tetrodotoxin in the bivalve Paphies autralis by liquid chromatography coupled to triple
quadrupole mass spectrometry with and without pre-column reaction. J. AOAC Int. 2014, 97, 325–333.
[CrossRef] [PubMed]
41. Hwang, D.-F.; Cheng, C.-A.; Chen, H.-C.; Jeng, S.-S.; Noguchi, T.; Ohwada, K.; Hashimoto, K. Microflora and
Tetrodotoxin-producing bacteria in the lined moon shell Natica lineata. Fish. Sci. 1994, 60, 567–571. [CrossRef]
42. Chau, R.; Kalaitzis, J.A.; Neilan, B.A. On the origin and biosynthesis of Tetrodotoxin. Aquat. Toxicol. 2011,
104, 61–72. [CrossRef] [PubMed]
43. Pratheepa, V.; Alex, A.; Silva, M.; Vasconcelos, V. Bacterial diversity and tetrodotoxin analysis in the viscera
of the gastropods from Portuguese coast. Toxicon 2016, 19, 186–193. [CrossRef] [PubMed]
44. Magarlamov, T.Y.; Melnikova, D.I.; Chernyshev, A.V. Tetrodotoxin-producing bacteria: Detection, distribution
and migration of the toxin in aquatic systems. Toxins 2017, 9, 166–186. [CrossRef] [PubMed]
45. Miraglia, M.; Marvin, H.J.P.; Kleter, G.A.; Battilani, P.; Brera, C.; Coni, E.; Cubadda, F.; Croci, L.; De Santis, B.;
Dekkers, S.; et al. Climate change and food safety: An emerging issue with special focus on Europe.
Food Chem. Toxicol. 2009, 47, 1009–1021. [CrossRef] [PubMed]
46. Tirado, M.C.; Clarke, R.; Jaykus, L.A.; McQuatters-Gollop, A.; Frank, J.M. Climate change and food safety:
A review. Food Res. Int. 2010, 43, 1745–1765. [CrossRef]
47. Vezzulli, L.; Colwell, R.R.; Pruzzo, C. Ocean warming and spread of pathogenic Vibrios in the aquatic
environment. Microb. Ecol. 2013, 65, 817–825. [CrossRef] [PubMed]
48. Vezzulli, L.; Brettar, I.; Pezzati, E.; Reid, P.C.; Colwell, R.R.; Hofle, M.G.; Pruzzo, C. Long-term effects of
ocean warming on the prokaryotic community: Evidence from the vibrios. ISME J. 2012, 6, 21–30. [CrossRef]
[PubMed]
49. Baker-Austin, C.; Trinanes, J.A.; Taylor, N.G.H.; Hartnell, R.; Siitonene, A.; Martinez-Urtaza, J. Emerging
Vibrio risk at high latitudes in response to ocean warming. Nat. Clim. Chang. 2012, 3, 73–77. [CrossRef]
50. Baker-Austin, C.; Trianes, J.A.; Salmenlinna, S.; Lofdahl, M.; Siitonen, A.; Taylorm, N.G.H.; Martinez-Urtaza, J.
Heat wave-associated Vibriosis, Sweden and Finland. Emerg. Infect. Dis. 2016, 22, 1216–1220. [CrossRef]
[PubMed]
51. Powell, A.; Baker-Austin, C.; Wagley, S.; Bayley, A.; Hartnell, R. Isolation of Pandemic Vibrio
parahaemolyticus from UK Water and Shellfish Produce. Microb. Ecol. 2013, 65, 924–927. [CrossRef]
[PubMed]
52. Botana, L. A toxicological perspective to climate change: Aquatic toxins. Chem. Res. Toxicol. 2016, 29, 619–625.
[CrossRef] [PubMed]
53. Ali, A.E.; Arakawa, O.; Noguchi, T.; Miyazawa, K.; Shida, Y.; Hashimoto, K. Tetrodotoxin and related
substances in a ribbon worm Cephalothrix linearis (Nemertean). Toxicon 1990, 28, 1083–1093. [CrossRef]
Mar. Drugs 2018, 16, 452 18 of 20
54. Asakawa, M.; Toyoshima, T.; Shida, Y.; Noguchi, T.; Miyazawa, K. Paralytic toxins in a ribbon worm
Cephalothrix species (Nemertean) adherent to cultured oysters in Hiroshima Bay, Hiroshima Prefecture, Japan.
Toxicon 2000, 38, 763–773. [CrossRef]
55. Magarlamov, T.Y.; Beleneva, I.A.; Chernyshev, A.V.; Kuhlevsky, A.D. Tetrodotoxin-producing Bacillus sp.
From the ribbon worm (Nemertea) Cepthalothris simula (Iwata, 1952). Toxicon 2014, 85, 46–51. [CrossRef]
[PubMed]
56. Hwang, D.F.; Arakawa, O.; Saito, T.; Noguchi, T.; Simidu, U.; Tsukamoto, K.; Shida, Y.; Hashimoto, K.
Tetrodotoxin-producing bacteria from the blue-ringed octopus Octopus maculosus. Mar. Biol. 1989, 100,
327–332. [CrossRef]
57. Do, H.K.; Kogure, K.; Simidu, U. Identification of deep-sea-sediment bacteria which produce tetrodotoxin.
Appl. Environ. Microbiol. 1990, 56, 1162–1163. [PubMed]
58. Do, H.K.; Hamasaki, K.; Ohwada, K.; Simidu, U.; Noguchi, T.; Shida, Y.; Kogure, K. Presence of tetrodotoxin
and tetrodotoxin producing bacteria in freshwater sediments. Appl. Environ. Microbiol. 1993, 59, 3934–3937.
[PubMed]
59. Yan, L.U.; Ruizao, Y.I. Bacillus horikoshii, a tetrodotoxin-producing bacterium isolated from the liver of puffer
fish. Ann. Microbiol. 2009, 59, 453–458.
60. Magarlamov, T.Y.; Shokur, O.A.; Chernyshev, A.V. Distribution of tetrodotoxin in the ribbon worm Lineus
alborostratus (Takakura, 1898) (nemertea): Immunoelectron and immunofluorescence studies. Toxicon 2016,
112, 29–34. [CrossRef] [PubMed]
61. Strand, M.; Hedström, M.; Seth, H.; McEvoy, E.G.; Jacobsson, E.; Göransson, U.; Andersson, H.S.; Sundberg, P.
The bacterial (Vibrio alginolyticus) production of tetrodotoxin in the ribbon worm Lineus longissimus—Just a
false positive? Mar. Drugs 2016, 14, 63. [CrossRef] [PubMed]
62. Kajihara, H.; Sun, S.-C.; Chernyshev, A.V.; Chen, H.-X.; Ito, K.; Asakawa, M.; Maslakova, S.A.; Norenburg, J.L.;
Strand, M.; Sundberg, P.; et al. Taxonomic identity of a tetrodotoxin-accumulating ribbon-worm Cephalothrix
simula (Nemertea: Palaeonemertea): A species artificially introduced from the Pacific to Europe. Zool. Sci.
2013, 30, 985–997. [CrossRef] [PubMed]
63. Chen, H.; Strand, M.; Norenburg, J.L.; Sun, S.; Kajihara, H.; Chernyshev, A.V.; Maslakova, S.A.; Sundberg, P.
Statistical parsimony networks and species assemblages in cephalotrichid nemerteans (Nemertea). PLoS ONE
2010, 5, e12885. [CrossRef] [PubMed]
64. Fernández-Alvarez, F.A.; Machordom, A. DNA barcoding reveals a cryptic nemertean invasion in Atlantic
and Mediterranean waters. Helgol. Mar. Res. 2013, 67, 599–605. [CrossRef]
65. International Council for the Exploration of the Sea (ICES). Report of the ICES/IOC/IMO Working Group on
Ballast and Other Ship Vectors (WGBOSV), 16–18 March 2015, Bergen, Norway; ICES CM 2015/SSGEPI:09; ICES:
Copenhagen, Denmark, 2015; 102p.
66. Herrera-Bachiller, A. Los Nemertinos de España y Portugal. Ph.D. Thesis, Universidad de Alcalá, Alcalá de
Henares, Spain, 2016.
67. Faasse, M.; Turbeville, J. The first record of the north-west Pacific nemertean Cephalothrix simula in northern
Europe. Mar. Biodivers. Rec. 2015, 8, E17. [CrossRef]
68. Carroll, S.; McEvoy, E.G.; Gibson, R. The production of tetrodototoxin-like substances by nemertean worms
in conjunction with bacteria. J. Exp. Mar. Biolg. Ecol. 2003, 288, 51–63. [CrossRef]
69. Turner, A.D.; McNabb, P.S.; Harwood, D.T.; Selwood, A.I.; Boundy, M.J. Single-laboratory validation of a
multitoxin ultra-performance LC-hydrophilic interaction LC-MS/MS method for quantitation of Paralytic
Shellfish Toxins in bivalve shellfish. J. AOAC Int. 2015, 98, 609–621. [CrossRef] [PubMed]
70. Sundberg, P.; Strand, M. Nemerteantaxonomy—Time to change lane? J. Zool. Syst. Evol. Res. 2010, 48,
283–284.
71. Sundberg, P.; Chernyshev, A.V.; Kajihara, H.; Kånneby, T.; Strand, M. Character-matrix based descriptions of
two new nemertean (Nemertea) species. Zool. J. Linn. Soc. 2009, 157, 264–294. [CrossRef]
72. Puerta, P.; Andrade, S.C.S.; Junoy, J. Redescription of Lineus acutifrons Southern, 1913 (Nemertea:
Pilidiophora) and comments on its phylogenetic position. J. Nat. Hist. 2010, 44, 2363–2378. [CrossRef]
73. Sundberg, P.; Turbeville, J.M.; Lindh, S. Phylogenetic relationships among higher nemertean taxa inferred
from 18S rDNA sequences. Mol. Phylogenet. Evol. 2001, 20, 327–334. [CrossRef] [PubMed]
74. Sundberg, P.; Gibson, R.; Strand, M. Swedish nemerteans (phylum Nemertea), with description of a new
hoplonemertean genus and species. J. Nat. Hist. 2007, 41, 2287–2299. [CrossRef]
Mar. Drugs 2018, 16, 452 19 of 20
75. Junoy, J.; Andrade, S.C.S.; Giribet, G. Phylogenetic placement of a new hoplonemertean species commensal
on ascidians. Invertebr. Syst. 2010, 24, 616–629. [CrossRef]
76. Caballer, M.; Ortea, J. New data on the genus Hermaea (Mollusca: Sacoglossa) in Europe, with the description
of a new species from Spain. Rev. Acad. Canar. Sienc. 2015, 26, 125–136.
77. Gainey, P.; Guiry, M.D.; Fenwick, D.; Alder, A. Anadyomene stellata (Wulfen) C. Agardh (Anadyomenaceae,
Chlorophyta), a vagrant new to Britain. Not. Algarum 2016, 3, 1–4.
78. Tidbury, H.J.; Taylor, N.G.; Copp, G.H.; Garnacho, E.; Stebbing, P.D. Predicting and mapping the risk of
introduction of marine non-indigenous species into Great Britain and Ireland. Biol. Invasions 2016, 18,
3277–3292. [CrossRef]
79. Townhill, B.; Pinnegar, J.; Tinker, J.; Jones, M.; Simpson, S.; Stebbing, P.; Dye, S. Non-native marine species in
North-West Europe: Developing an approach to assess future spread using regional downscaled climate
projections. Aquat. Conserv. Mar. Freshw. Ecosyst. 2017, 27, 1035–1050. [CrossRef]
80. Pingree, R.D.; Le Cann, B. Structure, strength and seasonality of the slope currents in the Bay of Biscay
region. J. Mar. Biol. Assoc. UK 1990, 70, 857–885. [CrossRef]
81. Yasumoto, T.; Yasumura, D.; Yotsu, M.; Michishita, T.; Endo, A.; Kotaki, Y. Bacterial production of tetrodotoxin
and anhydrotetrodotoxin. Agric. Biol. Chem. 1986, 50, 793–795.
82. Noguchi, T.; Jeon, J.K.; Arakawa, O.; Sugita, H.; Deguchi, Y.; Shida, Y.; Hashimoto, K. Occurrence of
tetrodotoxin and anhydrotetrodotoxin in Vibrio sp. isolated from the intestines of a xanthid crab, Atergatis
floridus. J. Biochem. 1986, 99, 311–314. [CrossRef] [PubMed]
83. Yu, V.C.; Yu, P.H.; Ho, K.C.; Lee, F.W. Isolation and identification of a new tetrodotoxin-producing bacterial
species, Raoultella terrigena, from Hong Kong marine puffer fish Takifugu niphobles. Mar. Drugs 2011, 9,
2384–2396. [CrossRef] [PubMed]
84. Pratheepa, V.; Vasconcelos, V. Microbial diversity associated with tetrodotoxin production in marine
organisms. Environ. Toxicol. Pharmacol. 2013, 36, 1046–1054. [CrossRef] [PubMed]
85. Salvitti, L.; Wood, S.A.; Taylor, D.I.; McNabb, P.; Cary, S.C. First identification of tetrodotoxin in the flatworm
Stylochoplana sp.; a source of TTX for the sea slug Pleurobranchaea maculate. Toxicon 2015, 95, 23–29.
[CrossRef] [PubMed]
86. FAO/WHO. Technical Paper on Toxicity Equivalency Factors for Marine Biotoxins Associated with Bivalve Molluscs;
FAO/WHO: Rome, Italy, 2016; 108p.
87. Kawabata, T. Puffer toxin. In The Manual for the Methods of Food Sanitation Tests; Environmental Health
Bureau, Japan Food Hygienic Association: Tokyo, Japan, 1978; Volume 2, p. 232.
88. Noguchi, T.; Narita, H.; Maruyama, J.; Hasimoto, K. Tetrodotoxin in the starfish Astropecten polyacanthus, in
association with toxification of a trumpet shell, “Boshubora” Charonia sauliae. Nippon Suisan Gakkaishi 1982,
48, 1173–1177. [CrossRef]
89. Noguchi, T.; Arakawa, O. Tetrodotoxin—Distribution and accumulation in aquatic organisms, and cases of
human intoxication. Mar. Drugs 2008, 6, 220–242. [CrossRef] [PubMed]
90. Narita, H.; Noguchi, T.; Maruyama, J.; Nara, M.; Hashimoto, K. Occurrence of tetrodotoxin associated
substances in a gastropod “Hanamushirogai” Zerrxis siquijorensis. Nippon Suisan Gakkaishi 1984, 50, 85–88.
[CrossRef]
91. Halstead, B.W. Phylum Rhychocoela. In Poisonous and Venomous Marine Animals of the World; Darwin Press:
Princeton, NJ, USA, 1978; pp. 334–343.
92. EFSA. Scientific opinion on the risks for public health related to the presence of tetrodotoxin (TTX) and TTX
analogues in marine bivalves and gastropods. EFSA J. 2017, 15, 4752. [CrossRef]
93. Codex. CODEX, CODEX STAN; FAO/WHO: Rome, Italy, 2008; pp. 292–2008.
94. Leray, M.; Yang, J.Y.; Meyer, C.P.; Mills, S.; Agudelo, N.; Ranwez, V.; Boehm, J.; Ryuji, J.M. A new versatile
primer set targeting a short fragment of the mitochondrial COI region for metabarcoding metazoan diversity:
Application for characterizing coral reef fish gut contents. Front. Zool. 2013, 10, 34. [CrossRef] [PubMed]
95. Folmer, O.; Black, M.; Hoeh, W.; Lutz, R.; Vrijenhoek, R. DNA primers for amplification of mitochondrial
cytochrome C oxidase subunit I from diverse metazoan invertebrates. Mol. Mar. Biol. Biotechnol. 1994, 3,
294–299. [PubMed]
96. Di Pinto, A.; Ciccarese, G.; Tantillo, G.; Catalano, D.; Forte, V.T. A collagenase-targeted multiplex PCR assay
for identification of Vibrio alginolyticus, Vibrio cholerae, and Vibrio parahaemolyticus. J. Food Prot. 2005, 68,
150–153. [CrossRef] [PubMed]
Mar. Drugs 2018, 16, 452 20 of 20
97. Luo, P.; Hu, C. Vibrio alginolyticus gyrB sequence analysis and gyrB-targeted PCR identification in
environmental isolates. Dis. Aquat. Organ. 2008, 82, 209–216. [CrossRef] [PubMed]
98. Kim, D.; Song, L.; Breitwieser, F.P.; Salzberg, S.L. Centrifuge: Rapid and sensitive classification of
metagenomic sequences. Genome Res. 2016, 26, 1721–1729. [CrossRef] [PubMed]
99. Turner, A.D.; Boundy, M.J.; Dhanji-Rapkova, M. Development and single-laboratory validation of a liquid
chromatography tandem mass spectrometry method for quantitation of Tetrodotoxin in mussels and oysters.
J. AOAC Int. 2017, 100, 1–14. [CrossRef] [PubMed]
100. Boundy, M.J.; Selwood, A.I.; Harwood, D.T.; McNabb, P.S.; Turner, A.D. Development of a sensitive and
selective liquid chromatography-mass spectrometry method for high throughput analysis of paralytic
shellfish toxins using graphitized carbon solid phase extraction. J. Chrom. A 2015, 1387, 1012. [CrossRef]
[PubMed]
© 2018 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).
